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Abstract

Background: The management of complex orthopedic infections usually includes a
prolonged course of intravenous antibiotic agents. We investigated whether oral antibiotic
therapy is noninferior to intravenous antibiotic therapy for this indication.

Methods: We enrolled adults who were being treated for bone or joint infection at 26
U.K. centers. Within 7 days after surgery (or, if the infection was being managed without
surgery, within 7 days after the start of antibiotic treatment), participants were randomly
assigned to receive either intravenous or oral antibiotics to complete the first 6 weeks of
therapy. Follow-on oral antibiotics were permitted in both groups. The primary end point
was definitive treatment failure within 1 year after randomization. In the analysis of the
risk of the primary end point, the noninferiority margin was 7.5 percentage points.
Results: Among the 1054 participants (527 in each group), end-point data were available
for 1015 (96.3%). Treatment failure occurred in 74 of 506 participants (14.6%) in the
intravenous group and 67 of 509 participants (13.2%) in the oral group. Missing end-
point data (39 participants, 3.7%) were imputed. The intention-to-treat analysis showed a
difference in the risk of definitive treatment failure (oral group vs. intravenous group) of -
1.4 percentage points (90% confidence interval [CI], -4.9 to 2.2; 95% ClI, -5.6 t0 2.9),
indicating noninferiority. Complete-case, per-protocol, and sensitivity analyses supported
this result. The between-group difference in the incidence of serious adverse events was
not significant (146 of 527 participants [27.7%] in the intravenous group and 138 of 527
[26.2%] in the oral group; P=0.58). Catheter complications, analyzed as a secondary end
point, were more common in the intravenous group (9.4% vs. 1.0%).

Conclusions: Oral antibiotic therapy was noninferior to intravenous antibiotic therapy
when used during the first 6 weeks for complex orthopedic infection, as assessed by
treatment failure at 1 year. (Funded by the National Institute for Health Research;
OVIVA Current Controlled Trials number, ISRCTN91566927 .).

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/30699315/
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Wright D, Kortekaas J, Bowden TA, Warimwe GM. Rift Valley fever: biology and
epidemiology. J Gen Virol. 2019 Aug;100(8):1187-1199.

Abstract

Rift Valley fever (RVF) is a mosquito-borne viral zoonosis that was first discovered in
Kenya in 1930 and is now endemic throughout multiple African countries and the
Arabian Peninsula. RVF virus primarily infects domestic livestock (sheep, goats, cattle)
causing high rates of neonatal mortality and abortion, with human infection resulting in a
wide variety of clinical outcomes, ranging from self-limiting febrile illness to life-
threatening haemorrhagic diatheses, and miscarriage in pregnant women. Since its
discovery, RVF has caused many outbreaks in Africa and the Arabian Peninsula with
major impacts on human and animal health. However, options for the control of RVF
outbreaks are limited by the lack of licensed human vaccines or therapeutics. For this
reason, RVF is prioritized by the World Health Organization for urgent research and
development of countermeasures for the prevention and control of future outbreaks. In
this review, we highlight the current understanding of RVF, including its epidemiology,
pathogenesis, clinical manifestations and status of vaccine development.98.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/31310198/
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Abstract

Restrictive gender norms and gender inequalities are replicated and reinforced in health
systems, contributing to gender inequalities in health. In this Series paper, we explore
how to address all three through recognition and then with disruptive solutions. We used
intersectional feminist theory to guide our systematic reviews, qualitative case studies
based on lived experiences, and quantitative analyses based on cross-sectional and
evaluation research. We found that health systems reinforce patients' traditional gender
roles and neglect gender inequalities in health, health system models and clinic-based
programmes are rarely gender responsive, and women have less authority as health
workers than men and are often devalued and abused. With regard to potential for
disruption, we found that gender equality policies are associated with greater
representation of female physicians, which in turn is associated with better health
outcomes, but that gender parity is insufficient to achieve gender equality. We found that
institutional support and respect of nurses improves quality of care, and that women's
empowerment collectives can increase health-care access and provider responsiveness.
We see promise from social movements in supporting women's reproductive rights and
policies. Our findings suggest we must view gender as a fundamental factor that
predetermines and shapes health systems and outcomes. Without addressing the role of
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restrictive gender norms and gender inequalities within and outside health systems, we
will not reach our collective ambitions of universal health coverage and the Sustainable
Development Goals. We propose action to systematically identify and address restrictive
gender norms and gender inequalities in health systems.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/31155270/
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Modi AC, Newton CR, Patel AA, Pennell PB, Perucca E, Sander JW, Scheffer IE, Singh
G, Williams E, Wilmshurst J, Cross JH. Keeping people with epilepsy safe during the
COVID-19 pandemic. Neurology. 2020 Jun 9;94(23):1032-1037.

Abstract

Obijectives: To provide information on the effect of the coronavirus disease of 2019
(COVID-19) pandemic on people with epilepsy and provide consensus recommendations
on how to provide the best possible care for people with epilepsy while avoiding visits to
urgent care facilities and hospitalizations during the novel coronavirus pandemic.
Methods: The authors developed consensus statements in 2 sections. The first was "How
should we/clinicians modify our clinical care pathway for people with epilepsy during the
COVID-19 pandemic?" The second was "What general advice should we give to people
with epilepsy during this crisis? The authors individually scored statements on a scale of -
10 (strongly disagree) to +10 (strongly agree). Five of 11 recommendations for physicians
and 3/5 recommendations for individuals/families were rated by all the authors as 7 or
above (strongly agree) on the first round of rating. Subsequently, a teleconference was
held where statements for which there was a lack of strong consensus were revised.
Results: After revision, all consensus recommendations received a score of 7 or above.
The recommendations focus on administration of as much care as possible at home to
keep people with epilepsy out of health care facilities, where they are likely to encounter
COVID-19 (including strategies for rescue therapy), as well as minimization of risk of
seizure exacerbation through adherence, and through ensuring a regular supply of
medication. We also provide helpful links to additional helpful information for people
with epilepsy and health providers.

Conclusion: These recommendations may help health care professionals provide optimal
care to people with epilepsy during the coronavirus pandemic.

Pubmed link- https://pubmed.nchi.nlm.nih.gov/32327490/

Pérez-Mazliah D, Ndungu FM, Aye R, Langhorne J. B-cell memory in malaria: Myths
and realities. Immunol Rev. 2020 Jan;293(1):57-69.

Abstract

B-cell and antibody responses to Plasmodium spp., the parasite that causes malaria, are
critical for control of parasitemia and associated immunopathology. Antibodies also
provide protection to reinfection. Long-lasting B-cell memory has been shown to occur in
response to Plasmodium spp. in experimental model infections, and in human malaria.
However, there are reports that antibody responses to several malaria antigens in young
children living with malaria are not similarly long-lived, suggesting a dysfunction in the
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maintenance of circulating antibodies. Some studies attribute this to the expansion of
atypical memory B cells (AMB), which express multiple inhibitory receptors and
activation markers, and are hyporesponsive to B-cell receptor (BCR) restimulation in
vitro. AMB are also expanded in other chronic infections such as tuberculosis, hepatitis B
and C, and HIV, as well as in autoimmunity and old age, highlighting the importance of
understanding their role in immunity. Whether AMB are dysfunctional remains
controversial, as there are also studies in other infections showing that AMB can produce
isotype-switched antibodies and in mouse can contribute to protection against infection.
In light of these controversies, we review the most recent literature on either side of the
debate and challenge some of the currently held views regarding B-cell responses to
Plasmodium infections.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/31733075

van Eijk AM, Zulaika G, Lenchner M, Mason L, Sivakami M, Nyothach E, Unger H,
Laserson K, Phillips-Howard PA. Menstrual cup use, leakage, acceptability, safety, and
availability: a systematic review and meta-analysis. Lancet Public Health. 2019
Aug;4(8):e376-e393.

Abstract

Background: Girls and women need effective, safe, and affordable menstrual products.
Single-use products are regularly selected by agencies for resource-poor settings; the
menstrual cup is a less known alternative. We reviewed international studies on menstrual
cup leakage, acceptability, and safety and explored menstrual cup availability to inform
programmes.

Methods: In this systematic review and meta-analysis, we searched PubMed, Cochrane
Library, Web of Science, Popline, Cinahl, Global Health database, Emerald, Google
Scholar, Science.gov, and WorldWideScience from database inception to May 14, 2019,
for quantitative or qualitative studies published in English on experiences and leakage
associated with menstrual cups, and adverse event reports. We also screened the
Manufacturer and User Facility Device Experience database from the US Food and Drug
Administration for events related to menstrual cups. To be eligible for inclusion, the
material needed to have information on leakage, acceptability, or safety of menstrual
cups. The main outcome of interest was menstrual blood leakage when using a menstrual
cup. Safety outcomes of interest included serious adverse events; vaginal abrasions and
effects on vaginal microflora; effects on the reproductive, digestive, or urinary tract; and
safety in poor sanitary conditions. Findings were tabulated or combined by use of forest
plots (random-effects meta-analysis). We also did preliminary estimates on costs and
environmental savings potentially associated with cups. This systematic review is
registered on PROSPERO, number CRD42016047845.

Findings: Of 436 records identified, 43 studies were eligible for analysis (3319
participants). Most studies reported on vaginal cups (27 [63%] vaginal cups, five [12%)]
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cervical cups, and 11 [25%] mixed types of cups or unknown) and 15 were from low-
income and middle-income countries. 22 studies were included in qualitative or
quantitative syntheses, of which only three were of moderate-to-high quality. Four studies
made a direct comparison between menstrual cups and usual products for the main
outcome of leakage and reported leakage was similar or lower for menstrual cups than for
disposable pads or tampons (n=293). In all qualitative studies, the adoption of the
menstrual cup required a familiarisation phase over several menstrual cycles and peer
support improved uptake (two studies in developing countries). In 13 studies, 73%
(pooled estimate: n=1144; 95% CI 59-84, 12=96%) of participants wished to continue use
of the menstrual cup at study completion. Use of the menstrual cup showed no adverse
effects on the vaginal flora (four studies, 507 women). We identified five women who
reported severe pain or vaginal wounds, six reports of allergies or rashes, nine of urinary
tract complaints (three with hydronephrosis), and five of toxic shock syndrome after use
of the menstrual cup. Dislodgement of an intrauterine device was reported in 13 women
who used the menstrual cup (eight in case reports, and five in one study) between 1 week
and 13 months of insertion of the intrauterine device. Professional assistance to aid
removal of menstrual cup was reported among 47 cervical cup users and two vaginal cup
users. We identified 199 brands of menstrual cup, and availability in 99 countries with
prices ranging US$0-72-46-72 (median $23-3, 145 brands).

Interpretation: Our review indicates that menstrual cups are a safe option for menstruation
management and are being used internationally. Good quality studies in this field are
needed. Further studies are needed on cost-effectiveness and environmental effect
comparing different menstrual products.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/31324419/

Tshilolo L, Tomlinson G, Williams TN, Santos B, Olupot-Olupot P, Lane A,Aygun B,
Stuber SE, Latham TS, McGann PT, Ware RE; REACH Investigators. Hydroxyurea for
Children with Sickle Cell Anemia in Sub-Saharan Africa. N Engl J Med. 2019 Jan
10;380(2):121-131.

Abstract

Background: Hydroxyurea is an effective treatment for sickle cell anemia, but few studies
have been conducted in sub-Saharan Africa, where the burden is greatest. Coexisting
conditions such as malnutrition and malaria may affect the feasibility, safety, and benefits
of hydroxyurea in low-resource settings.

Methods: We enrolled children 1 to 10 years of age with sickle cell anemia in four sub-
Saharan countries. Children received hydroxyurea at a dose of 15 to 20 mg per kilogram
of body weight per day for 6 months, followed by dose escalation. The end points
assessed feasibility (enrollment, retention, and adherence), safety (dose levels, toxic
effects, and malaria), and benefits (laboratory variables, sickle cell-related events,
transfusions, and survival).
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Results: A total of 635 children were fully enrolled; 606 children completed screening
and began receiving hydroxyurea at a mean (xSD) dose of 17.5+1.8 mg per kilogram per
day. The retention rate was 94.2% at 3 years of treatment. Hydroxyurea therapy led to
significant increases in both the hemoglobin and fetal hemoglobin levels. Dose-limiting
toxic events regarding laboratory variables occurred in 5.1% of the participants, which
was below the protocol-specified threshold for safety. During the treatment phase, 20.6
dose-limiting toxic effects per 100 patient-years occurred, as compared with 20.7 events
per 100 patient-years before treatment. As compared with the pretreatment period, the
rates of clinical adverse events decreased with hydroxyurea use, including rates of vaso-
occlusive pain (98.3 vs. 44.6 events per 100 patient-years; incidence rate ratio, 0.45; 95%
confidence interval [Cl], 0.37 to 0.56), nonmalaria infection (142.5 vs. 90.0 events per
100 patient-years; incidence rate ratio, 0.62; 95% ClI, 0.53 to 0.72), malaria (46.9 vs. 22.9
events per 100 patient-years; incidence rate ratio, 0.49; 95% CI, 0.37 to 0.66), transfusion
(43.3 vs. 14.2 events per 100 patient-years; incidence rate ratio, 0.33; 95% CI, 0.23 to
0.47), and death (3.6 vs. 1.1 deaths per 100 patient-years; incidence rate ratio, 0.30; 95%
Cl, 0.10 to 0.88).

Conclusions: Hydroxyurea treatment was feasible and safe in children with sickle cell
anemia living in sub-Saharan Africa. Hydroxyurea use reduced the incidence of vaso-
occlusive events, infections, malaria, transfusions, and death, which supports the need for
wider access to treatment. (Funded by the National Heart, Lung, and Blood Institute and
others; REACH ClinicalTrials.gov number, NCT01966731 .).

Puubmed link- https://pubmed.ncbi.nlm.nih.gov/30501550/

Mogire RM, Mutua A, Kimita W, Kamau A, Bejon P, Pettifor JM, Adeyemo A, Williams
TN, Atkinson SH. Prevalence of vitamin D deficiency in Africa: a systematic review and
meta-analysis. Lancet Glob Health. 2020 Jan;8(1):e134-e142.

Abstract

Background: Vitamin D deficiency is associated with non-communicable and infectious
diseases, but the vitamin D status of African populations is not well characterised. We
aimed to estimate the prevalence of vitamin D deficiency in children and adults living in
Africa.

Methods: For this systematic review and meta-analysis, we searched PubMed, Web of
Science, Embase, African Journals Online, and African Index Medicus for studies on
vitamin D prevalence, published from database inception to Aug 6, 2019, without
language restrictions. We included all studies with measured serum 25-hydroxyvitamin D
(25[OH]D) concentrations from healthy participants residing in Africa. We excluded case
reports and case series, studies that measured 25(OH)D only after a clinical intervention,
and studies with only a meeting abstract or unpublished material available. We used a
standardised data extraction form to collect information from eligible studies; if the
required information was not available in the published report, we requested raw data
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from the authors. We did a random-effects meta-analysis to obtain the pooled prevalence
of vitamin D deficiency in African populations, with use of established cutoffs and mean
25(0OH)D concentrations. We stratified meta-analyses by participant age group,
geographical region, and residence in rural or urban areas. The study is registered with
PROSPERO, number CRD42018112030.

Findings: Our search identified 1692 studies, of which 129 studies with 21 474
participants from 23 African countries were included in the systematic review and 119
studies were included in the meta-analyses. The pooled prevalence of low vitamin D
status was 18-46% (95% CI 10-66-27-78) with a cutoff of serum 25(OH)D concentration
less than 30 nmol/L; 34-22% (26-22-43-68) for a cutoff of less than 50 nmol/L; and
59-54% (51-32-67-50) for a cutoff of less than 75 nmol/L. The overall mean 25(OH)D
concentration was 67-78 nmol/L (95% CI 64-50-71-06). There was no evidence of
publication bias, although heterogeneity was high (12 ranged from 98-26% to 99-82%).
Mean serum 25(OH)D concentrations were lower in populations living in northern
African countries or South Africa compared with sub-Saharan Africa, in urban areas
compared with rural areas, in women compared with men, and in newborn babies
compared with their mothers.

Interpretation: The prevalence of vitamin D deficiency is high in African populations.
Public health strategies in Africa should include efforts to prevent, detect, and treat
vitamin D deficiency, especially in newborn babies, women, and urban populations.
Pubmed link-https://pubmed.ncbi.nlm.nih.gov/31786117/

Kariuki JN, Kaburi J, Musuva R, Njomo DW, Night D, Wandera C, Wodera J, Mwinzi
PN. Research Dissemination Strategies Used by Kenya Medical Research Institute
Scientists. East Afr Health Res J. 2019;3(1):70-78.

Abstract

Background: Dissemination of research findings is acknowledged as an important
component of any research process. Implementation of research findings into practice or
policy is necessary for improving outcomes in the targeted community. Given the context
and dynamic environment in which researchers operate, there is need to find out existing
gaps in terms of disseminating research findings to key stakeholders. The objective of this
study was to investigate the health research dissemination strategies used by Kenya
Medical Research Institute (KEMRI) researchers.

Methods: This was a mixed-method study employing concurrent sequence (use of both
qualitative and quantitative) methods of data collection. The study was conducted in
KEMRI's 10 centres spread in 3 geographical areas: Kisumu, Kilifi, and Nairobi counties.
Potential respondents were identified through purposive sampling. Three inter-related
data collection methods were employed in this study. These methods included key
informant interviews with: (a) MoH officials from county government; (b) KEMRI
researchers; and (c) key KEMRI departments, namely Corporate Affairs and the library.
Additionally, secondary sources of information, such as scientific reports, KEMRI annual
reports, and financial statements, were also reviewed.
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Results: Publication of papers in peer-reviewed journals was mentioned as the most
common method of dissemination of research findings. Scientists published in 353 peer-
reviewed journals (or publishing houses) between the years 2002 and 2015. Over 92.7%
of these publications were in international peer-reviewed journals. Conferences and
workshops were also mentioned. In the absence of a centralised electronic KEMRI
publication database, the research team extracted and collated a publication lists from
KEMRI annual reports and financial statements. This was limiting since it did not have an
exhaustive list of all publications by KEMRI scientists. Only 3 respondents mentioned
having written policy briefs or engaged the media as part of dissemination channels. The
media representatives cited the use of social media (Facebook and Twitter) as another
channel that KEMRI scientists could exploit. Challenges in dissemination included lack
of knowledge on research translation leading to poor synthesis of research outputs as well
as selective reporting by the media.

Conclusion: Publications in peer-reviewed journals was the most preferred channel of
communicating scientific outputs. Conferences and writing of policy briefs were the other
sources of dissemination. We recommend that KEMRI dissemination channels should go
well beyond simply making research available through the traditional vehicles of journal
publications and scientific conference presentations but establish institutional mechanism
which would facilitate extracting the main messages or key implications derived from
research results and communicating them to stakeholders in attractive ways that would
encourage them to factor the research implications into their work.

Pubmed link- https://pubmed.nchi.nlm.nih.gov/34308198/

Bandsma RHJ, Voskuijl W, Chimwezi E, Fegan G, Briend A, Thitiri J, Ngari M,
Mwalekwa L, Bandika V, Ali R, Hamid F, Owor B, Mturi N, Potani I, Allubha B, Muller
Kobold AC, Bartels RH, Versloot CJ, Feenstra M, van den Brink DA, van Rheenen PF,
Kerac M, Bourdon C, Berkley JA. A reduced-carbohydrate and lactose- free formulation
for stabilization among hospitalized children with severe acute malnutrition: A double-
blind, randomized controlled trial. PLoS Med. 2019 Feb 26;16(2):e1002747.

Abstract

Background: Children with medically complicated severe acute malnutrition (SAM) have
high risk of inpatient mortality. Diarrhea, carbohydrate malabsorption, and refeeding
syndrome may contribute to early mortality and delayed recovery. We tested the
hypothesis that a lactose-free, low-carbohydrate F75 milk would serve to limit these risks,
thereby reducing the number of days in the stabilization phase.

Methods and findings: In a multicenter double-blind trial, hospitalized severely
malnourished children were randomized to receive standard formula (F75) or isocaloric
modified F75 (mF75) without lactose and with reduced carbohydrate. The primary
endpoint was time to stabilization, as defined by the World Health Organization (WHO),
with intention-to-treat analysis. Secondary outcomes included in-hospital mortality,
diarrhea, and biochemical features of malabsorption and refeeding syndrome. The trial
was registered at clinicaltrials.gov (NCT02246296). Four hundred eighteen and 425
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severely malnourished children were randomized to F75 and mF75, respectively, with
516 (61%) enrolled in Kenya and 327 (39%) in Malawi. Children with a median age of 16
months were enrolled between 4 December 2014 and 24 December 2015. One hundred
ninety-four (46%) children assigned to F75 and 188 (44%) to mF75 had diarrhea at
admission. Median time to stabilization was 3 days (IQR 2-5 days), which was similar
between randomized groups (0.23 [95% CI -0.13 to 0.60], P = 0.59). There was no
evidence of effect modification by diarrhea at admission, age, edema, or HIV status.
Thirty-six and 39 children died before stabilization in the F75 and in mF75 arm,
respectively (P = 0.84). Cumulative days with diarrhea (P = 0.27), enteral (P = 0.42) or
intravenous fluids (P = 0.19), other serious adverse events before stabilization, and serum
and stool biochemistry at day 3 did not differ between groups. The main limitation was
that the primary outcome of clinical stabilization was based on WHO guidelines,
comprising clinical evidence of recovery from acute illness as well as metabolic
stabilization evidenced by recovery of appetite.

Conclusions: Empirically treating hospitalized severely malnourished children during the
stabilization phase with lactose-free, reduced-carbohydrate milk formula did not improve
clinical outcomes. The biochemical analyses suggest that the lactose-free formulae may
still exceed a carbohydrate load threshold for intestinal absorption, which may limit their
usefulness in the context of complicated SAM.

Pubmed link- https://pubmed.nchi.nlm.nih.gov/30807589/
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Bandsma RHJ, Voskuijl W, Chimwezi E, Fegan G, Briend A, Thitiri J, Ngari M,
Mwalekwa L, Bandika V, Ali R, Hamid F, Owor B, Mturi N, Potani I, Allubha B, Muller
Kobold AC, Bartels RH, Versloot CJ, Feenstra M, van den Brink DA, van Rheenen PF,
Kerac M, Bourdon C, Berkley JA. A reduced-carbohydrate and lactose- free formulation
for stabilization among hospitalized children with severe acute malnutrition: A double-
blind, randomized controlled trial. PLoS Med. 2019 Feb 26;16(2):e1002747.

Abstract

Background: Children with medically complicated severe acute malnutrition (SAM) have
high risk of inpatient mortality. Diarrhea, carbohydrate malabsorption, and refeeding
syndrome may contribute to early mortality and delayed recovery. We tested the
hypothesis that a lactose-free, low-carbohydrate F75 milk would serve to limit these risks,
thereby reducing the number of days in the stabilization phase.

Methods and findings: In a multicenter double-blind trial, hospitalized severely
malnourished children were randomized to receive standard formula (F75) or isocaloric
modified F75 (mF75) without lactose and with reduced carbohydrate. The primary
endpoint was time to stabilization, as defined by the World Health Organization (WHO),
with intention-to-treat analysis. Secondary outcomes included in-hospital mortality,
diarrhea, and biochemical features of malabsorption and refeeding syndrome. The trial
was registered at clinicaltrials.gov (NCT02246296). Four hundred eighteen and 425
severely malnourished children were randomized to F75 and mF75, respectively, with
516 (61%) enrolled in Kenya and 327 (39%) in Malawi. Children with a median age of 16
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months were enrolled between 4 December 2014 and 24 December 2015. One hundred
ninety-four (46%) children assigned to F75 and 188 (44%) to mF75 had diarrhea at
admission. Median time to stabilization was 3 days (IQR 2-5 days), which was similar
between randomized groups (0.23 [95% CI -0.13 to 0.60], P = 0.59). There was no
evidence of effect modification by diarrhea at admission, age, edema, or HIV status.
Thirty-six and 39 children died before stabilization in the F75 and in mF75 arm,
respectively (P = 0.84). Cumulative days with diarrhea (P = 0.27), enteral (P = 0.42) or
intravenous fluids (P = 0.19), other serious adverse events before stabilization, and serum
and stool biochemistry at day 3 did not differ between groups. The main limitation was
that the primary outcome of clinical stabilization was based on WHO guidelines,
comprising clinical evidence of recovery from acute illness as well as metabolic
stabilization evidenced by recovery of appetite.

Conclusions: Empirically treating hospitalized severely malnourished children during the
stabilization phase with lactose-free, reduced-carbohydrate milk formula did not improve
clinical outcomes. The biochemical analyses suggest that the lactose-free formulae may
still exceed a carbohydrate load threshold for intestinal absorption, which may limit their
usefulness in the context of complicated SAM.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/30807589/

11.

Gumba H, Waichungo J, Lowe B, Mwanzu A, Musyimi R, Thitiri J, Tigoi C, Kamui M,
Berkley JA, Ngetich R, Kavai S, Kariuki S. Implementing a quality management system
using good clinical laboratory practice guidelines at KEMRI-CMR to support medical
research. Wellcome Open Res. 2019 Jun 25;3:137.

Abstract

Background: Good Clinical Laboratory Practice (GCLP) is a standard that helps ensure
the quality and reliability of research data through principles of Good Laboratory Practice
(GLP) and Good Clinical Practice (GCP). The implementation of GCLP includes careful
documentation of procedures, competencies and safety measures. Implementation of
GCLP is influenced by existing resources and quality systems, thus laboratories in low-
and middle-income countries may face additional challenges. Methods: This paper
describes implementation of GCLP at the Kenya Medical Research Institute-Center for
Microbiology Research (KEMRI-CMR) as part of a quality system to support medical
research. This study employed assessment, twinning (institutional mentorship) model,
conducting relevant training workshops and Kaizen 5S approaches to implement an
effective quality management system using GCLP standard. This was achieved through a
collaboration between the KEMRI/Wellcome Trust Research Programme (KWTRP) and
KEMRI-CMR. The aim was compliance and continuous monitoring to meet international
GCLP standards in a way that could be replicated in other research organizations.
Results: Following a baseline assessment in March 2017, training, mentorship and a cycle
of quality audit and corrective action using a Kaizen 5S approach (sorting, setting in
order, shining, standardizing and sustaining) was established. Laboratory personnel were
trained in writing standard operating procedures and analytical plans, microbiological
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techniques, and good documentation practice. Mid-term and exit assessments
demonstrated significant declines in non-conformances across all GCLP elements.
KEMRI-CMR achieved GCLP accreditation in May 2018 by Qualogy Ltd (UK).
Conclusions: Involving all the laboratory personnel in implementation of quality
management system processes is critical to success. An institutional mentorship
(twinning) approach shows potential for future collaborations between accredited and
non-accredited organizations to accelerate the implementation of high-quality
management systems and continuous improvement.

Pubmed link-https://pubmed.ncbi.nlm.nih.gov/30607370/

12.

Mwangome M, Prentice AM. Tackling the triple threats of childhood malnutrition. BMC
Med. 2019 Nov 25;17(1):210.

Abstract

The term 'double burden of malnutrition' is usually interpreted in terms of the physical
status of children: stunted and wasted children on the one hand and overweight/obese
children on the other. There is a third category of malnutrition that can occur at either end
of the anthropometric spectrum or, indeed, in children whose physical size may be close
to ideal. This third type is most commonly articulated with the phrase hidden hunger' and
is often illustrated by micronutrient deficiencies; thus, we refer to it here as
‘undernutrition’. As understanding of such issues advances, we realise that there is a
myriad of factors that may be influencing a child's road to nutritional health. In this BMC
Medicine article collection we consider these influences and the impact they have, such
as: the state of the child's environment; the effect this has on their risk of, and responses
to, infection and on their gut; the consequences of poor nutrition on cognition and brain
development; the key drivers of the obesity epidemic across the globe; and how
undernourishment can affect a child's body composition. This collection showcases recent
advances in the field, but likewise highlights ongoing challenges in the battle to achieve
adequate nutrition for children across the globe.

Pubmed link- https://pubmed.nchi.nlm.nih.gov/31760952/

13.

Obonyo NG, Schlapbach LJ, Fraser JF. Corrigendum: Sepsis: Changing Definitions,
Unchanging Treatment. Front Pediatr. 2020 Jan 23;7:538.

Abstract

The recently revised Sepsis-3 definitions were based on criteria that were derived and
validated in adult patient databases from high income countries. Both sepsis and septic
shock continue to account for a substantial proportion of mortality globally, especially
amongst children in low-and-middle income country settings. It is therefore urgent to
develop and validate standardized criteria for sepsis that can be applied to pediatric
populations in different settings, including in- and outside intensive care, both in high-
and low/middle- income countries. This will be a pre-requisite to evaluate the impact of
sepsis treatment strategies to improve clinical outcomes.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/30729101/

14: Obonyo NG, Schlapbach LJ, Fraser JF. Sepsis: Changing Definitions,
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Unchanging Treatment. Front Pediatr. 2019 Jan 23;6:425.
Pubmed link-https://pubmed.ncbi.nlm.nih.gov/32039108/

14.

Gumba H, Musyoki J, Mosobo M, Lowe B. Implementation of Good Clinical Laboratory
Practice in an Immunology Basic Research Laboratory: The KEMRI- Wellcome Trust
Research Laboratories Experience. Am J Clin Pathol. 2019 Feb 4;151(3):270-274.
Abstract

Objectives: Good Clinical Laboratory Practice (GCLP) is a standard that ensures quality
and reliability of research data by adopting the principles of Good Laboratory Practice
and Good Clinical Practice. Even though implementing a quality system in a basic
research laboratory is still a contentious issue, it ensures that the research data are
accurate, valid, and reliable. GCLP implementation requires proper documented
procedures and safety precautions to achieve this objective.

Methods: This article describes the Kenya Medical Research Institute (KEMRI)-
Wellcome Trust Research Laboratories experience in the implementation of GCLP
guidelines in a laboratory conducting basic research.

Results: The laboratory managed to implement GCLP elements that could be applied to a
basic research laboratory, such as standard operating procedures, equipment management,
laboratory analytical plans, organization, and personnel. The laboratory achieved GCLP
accreditation in October 2015.

Conclusions: The methodology, suggestions, and comments that arose from our
experience in implementing GCLP guidelines can be used by other laboratories to
develop a quality system using GCLP guidelines to support medical research conducted
to ensure the research data are reliable and can be easily reconstructed in other research
settings.

Pubmed link-https://pubmed.ncbi.nlm.nih.gov/30339188/

15.

Gildenhard M, Rono EK, Diarra A, Boissiére A, Bascunan P, Carrillo- Bustamante P,
Camara D, Kriiger H, Mariko M, Mariko R, Mireji P, Nsango SE, Pompon J, Reis Y,
Rono MK, Seda PB, Thailayil J, Traore A, Yapto CV, Awono- Ambene P, Dabiré RK,
Diabaté A, Masiga D, Catteruccia F, Morlais I, Diallo M, Sangare D, Levashina EA.
Mosquito microevolution drives Plasmodium falciparum dynamics. Nat Microbiol. 2019
Jun;4(6):941-947.

Abstract

Malaria, a major cause of child mortality in Africa, is engendered by Plasmodium
parasites that are transmitted by anopheline mosquitoes. Fitness of Plasmodium parasites
is closely linked to the ecology and evolution of its anopheline vector. However, whether
the genetic structure of vector populations impacts malaria transmission remains
unknown. Here, we describe a partitioning of the African malaria vectors into generalists
and specialists that evolve along ecological boundaries. We next identify the contribution
of mosquito species to Plasmodium abundance using Granger causality tests for time-
series data collected over two rainy seasons in Mali. We find that mosquito
microevolution, defined by changes in the genetic structure of a population over short
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ecological timescales, drives Plasmodium dynamics in nature, whereas vector abundance,
infection prevalence, temperature and rain have low predictive values. Our study
demonstrates the power of time-series approaches in vector biology and highlights the
importance of focusing local vector control strategies on mosquito species that drive
malaria dynamics.

Pubmed link-https://pubmed.ncbi.nlm.nih.gov/30911126/

16.

de Menil V, Hoogenhout M, Kipkemoi P, Kamuya D, Eastman E, Galvin A, Mwangasha
K, de Vries J, Kariuki SM, Murugasen S, Mwangi P, Singh I, Stein DJ, Abubakar A,
Newton CR, Donald KA, Robinson E. The NeuroDev Study: Phenotypic and Genetic
Characterization of Neurodevelopmental Disorders in Kenya and South Africa. Neuron.
2019 Jan 2;101(1):15-19.

Abstract

The NeuroDev study will deeply phenotype cognition, behavior, dysmorphias, and
neuromedical traits on an expected cohort of 5,600 Africans (1,800 child cases, 1,800
child controls, and 1,900 parents) and will collect whole blood for exome sequencing and
biobanking.

Pubmed link- https://pubmed.nchi.nlm.nih.gov/30605655/

17.

Gildenhard M, Rono EK, Diarra A, Boissiére A, Bascunan P, Carrillo- Bustamante P,
Camara D, Kriiger H, Mariko M, Mariko R, Mireji P, Nsango SE, Pompon J, Reis Y,
Rono MK, Seda PB, Thailayil J, Traore A, Yapto CV, Awono- Ambene P, Dabiré RK,
Diabaté A, Masiga D, Catteruccia F, Morlais I, Diallo M,Sangare D, Levashina EA.
Mosquito microevolution drives Plasmodium falciparum dynamics. Nat Microbiol. 2019
Jun;4(6):941-947.

Abstract

Malaria, a major cause of child mortality in Africa, is engendered by Plasmodium
parasites that are transmitted by anopheline mosquitoes. Fitness of Plasmodium parasites
is closely linked to the ecology and evolution of its anopheline vector. However, whether
the genetic structure of vector populations impacts malaria transmission remains
unknown. Here, we describe a partitioning of the African malaria vectors into generalists
and specialists that evolve along ecological boundaries. We next identify the contribution
of mosquito species to Plasmodium abundance using Granger causality tests for time-
series data collected over two rainy seasons in Mali. We find that mosquito
microevolution, defined by changes in the genetic structure of a population over short
ecological timescales, drives Plasmodium dynamics in nature, whereas vector abundance,
infection prevalence, temperature and rain have low predictive values. Our study
demonstrates the power of time-series approaches in vector biology and highlights the
importance of focusing local vector control strategies on mosquito species that drive
malaria dynamics.

Pubmed link-https://pubmed.ncbi.nlm.nih.gov/30911126/
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18.

Kimenyi KM, Wamae K, Ochola-Oyier LI. Understanding <i>P.
falciparum</i>Asymptomatic Infections: A Proposition for a Transcriptomic Approach.
Front Immunol. 2019 Oct 15;10:2398.

Abstract

Malaria is still a significant public health burden in the tropics. Infection with malaria
causing parasites results in a wide range of clinical disease presentations, from severe to
uncomplicated or mild, and in the poorly understood asymptomatic infections. The
complexity of asymptomatic infections is due to the intricate interplay between factors
derived from the human host, parasite, and environment. Asymptomatic infections often
go undetected and provide a silent natural reservoir that sustains malaria transmission.
This creates a major obstacle for malaria control and elimination efforts. Numerous
studies have tried to characterize asymptomatic infections, unanimously revealing that
host immunity is the underlying factor in the maintenance of these infections and in the
risk of developing febrile malaria infections. An in-depth understanding of how host
immunity and parasite factors interact to cause malaria disease tolerance is thus required.
This review primarily focuses on understanding anti-inflammatory and pro-inflammatory
responses to asymptomatic infections in malaria endemic areas, to present the view that it
Is potentially the shift in host immunity toward an anti-inflammatory profile that
maintains asymptomatic infections after multiple exposures to malaria. Conversely,
symptomatic infections are skewed toward a pro-inflammatory immune profile.
Moreover, we propose that these infections can be better interrogated using next
generation sequencing technologies, in particular RNA sequencing (RNA-seq), to
investigate the immune system using the transcriptome sampled during a clearly defined
asymptomatic infection.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/31681289/

19.

Miller lii WA, Teye J, Achieng AO, Mogire RM, Akala H, Ong'echa JM, Rathi B,
Durvasula R, Kempaiah P, Kwofie SK. Antimalarials: Review of Plasmepsins as Drug
Targets and HIV Protease Inhibitors Interactions. Curr Top Med Chem.
2019;18(23):2022-2028.

Abstract

Malaria is a major global health concern with the majority of cases reported in regions of
South-East Asia, Eastern Mediterranean, Western Pacific, the Americas, and Sub-Saharan
Africa. The World Health Organization (WHO) estimated 216 million worldwide
reported cases of malaria in 2016. It is an infection of the red blood cells by parasites of
the genus Plasmodium with most severe and common forms caused by Plasmodium
falciparum (P. falciparum or Pf) and Plasmodium vivax (P. vivax or Pv). Emerging
parasite resistance to available antimalarial drugs poses great challenges to treatment.
Currently, the first line of defense includes artemisinin combination therapies (ACTS),
increasingly becoming less effective and challenging to combat new occurrences of drug-
resistant parasites. This necessitates the urgent need for novel antimalarials that target
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new molecular pathways with a different mechanism of action from the traditional
antimalarials. Several new inhibitors and potential drug targets of the parasites have been
reported over the years. This review focuses on the malarial aspartic proteases known as
plasmepsins (PIms) as novel drug targets and antimalarials targeting PIms. It further
discusses inhibitors of hemoglobin-degrading plasmepsins PIm I, PIm 11, PIm 1V and
Histo-aspartic proteases (HAP), as well as HIV protease inhibitors of plasmepsins
Pubmed link- https://pubmed.ncbi.nlm.nih.gov/30499404/

20.

Murungi LM, Kimathi RK, Tuju J, Kamuyu G, Osier FHA. Serological Profiling for
Malaria Surveillance Using a Standard ELISA Protocol. Methods Mol Biol.
2019;2013:83-90.

Abstract

The enzyme-linked immunosorbent assay (ELISA) is a reliable and relatively low-cost
method for measuring soluble ligands such as antibodies and proteins in biological
samples. For analysis of specific antibodies in serum, a capture antigen is immobilized
onto a solid polystyrene surface from which it can capture the antibodies. The captured
antibodies are subsequently detected using a secondary antibody conjugated to an
enzyme. Detection is accomplished by addition of a colorimetric substrate, and the
readout is absorbance (optical density). Here, we provide a detailed standardized ELISA
protocol for the quantification of antibodies against malaria antigens.

Pubmed link- https://pubmed.nchi.nim.nih.gov/31267495/

21.

Kaduka L, Muniu E, Mbui J, Oduor Owuor C, Gakunga R, Kwasa J, Wabwire S, Okerosi
N, Korir A, Remick SC. Disability-Adjusted Life-Years Due to Stroke in Kenya.
Neuroepidemiology. 2019;53(1-2):48-54.

Abstract

Background: There is little information on stroke morbidity in Kenya to inform health
care planning. The disability-adjusted life-years (DALY's) are a time-based measure of
health status that incorporates both disability and mortality.

Methods: This was a multicenter prospective study in Kenya's public tertiary hospitals
conducted in 2015-2017. Data on sex, age, and global disability outcome were collected
and used to calculate the sum of years of life lost prematurely due to stroke (YLL), the
years of healthy life lost due to disability (YLD), and the DALYS.

Results: Up to 719 adult stroke patients participated in the study. The peak age group for
stroke was 60-64 years, with ischemic stroke accounting for 56.1% of the stroke cases.
After 1-year follow-up, the YLD were 2,402.50, YLL were 5,335.99, and the DALY
were 7,738.49. YLD contributed 31% of the total DALYSs. The DALY's varied by sex
(male: 2,835.79; female: 4,902.70 years) and by stroke type (ischemic stroke: 4,652.98;
hemorrhagic stroke: 3,085.51). The young age group (< 45 years) bore a greater burden
accounting for 35.6% of the total DALYS.

Conclusion: The YLD, YLL, and DALY observed reinforce the need for targeted
prevention of risk factors and comprehensive stroke care initiatives in Kenya.

Pubmed link-https://pubmed.nchbi.nlm.nih.gov/30986786/
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22. | Burmen B, Mogunde JO, Kwaro DP. Ethically providing Routine HIV testing services to
bereaved populations. Nurs Ethics. 2019 Feb;26(1):195-200.
Abstract
Background:: The delivery of public health policies may be in conflict with
individualism.
Objectives:: To propose measures to ethically provide routine HIV testing services to
persons visiting a funeral home.
Research design:: A document analysis of study documents and presentations made to an
institutional review board.
Participants and research context:: Institutional review board members (both lay and
professionals) and Study investigators attending an “open session' where study
investigators were invited to elaborate on some study procedures.
Ethical considerations:: Identities of all parties were anonymized.
Findings:: Opt-out approaches to HIV testing, grief counseling, relational ethics, and a
modular consenting process were proposed to safeguard clients' autonomy. The golden-
rule approach and protective empowering were suggested to protect clientele beneficence.
Discussion and conclusion:: It is possible to ethically provide universal HIV testing and
counseling services among grieving populations in this setting; elsewhere, this should be
contextualized.
Pubmed link- https://pubmed.nchi.nlm.nih.gov/29281932/

23. | Boyle MJ, Chan JA, Handayuni I, Reiling L, Feng G, Hilton A, Kurtovic L, Oyong D,

Piera KA, Barber BE, William T, Eisen DP, Minigo G, Langer C, Drew DR, de Labastida
Rivera F, Amante FH, Williams TN, Kinyanjui S, Marsh K, Doolan DL, Engwerda C,
Fowkes FJI, Grigg MJ, Mueller I, McCarthy JS, Anstey NM, Beeson JG. IgM in human
immunity to <i>Plasmodium falciparum</i> malaria. Sci Adv. 2019 Sep
25;5(9):eaax4489.

Abstract

Most studies on human immunity to malaria have focused on the roles of
immunoglobulin G (IgG), whereas the roles of IgM remain undefined. Analyzing
multiple human cohorts to assess the dynamics of malaria-specific IgM during
experimentally induced and naturally acquired malaria, we identified IgM activity against
blood-stage parasites. We found that merozoite-specific IgM appears rapidly in
Plasmodium falciparum infection and is prominent during malaria in children and adults
with lifetime exposure, together with 1gG. Unexpectedly, IgM persisted for extended
periods of time; we found no difference in decay of merozoite-specific IgM over time
compared to that of 1gG. IgM blocked merozoite invasion of red blood cells in a
complement-dependent manner. IgM was also associated with significantly reduced risk
of clinical malaria in a longitudinal cohort of children. These findings suggest that
merozoite-specific IgM is an important functional and long-lived antibody response
targeting blood-stage malaria parasites that contributes to malaria immunity.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/31579826/
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24.

Strozzi F, Janssen R, Wurmus R, Crusoe MR, Githinji G, Di Tommaso P, Belhachemi D,
Moller S, Smant G, de Ligt J, Prins P. Scalable Workflows andReproducible Data
Analysis for Genomics. Methods Mol Biol. 2019;1910:723-745.

Abstract

Biological, clinical, and pharmacological research now often involves analyses of
genomes, transcriptomes, proteomes, and interactomes, within and between individuals
and across species. Due to large volumes, the analysis and integration of data generated
by such high-throughput technologies have become computationally intensive, and
analysis can no longer happen on a typical desktop computer.In this chapter we show how
to describe and execute the same analysis using a number of workflow systems and how
these follow different approaches to tackle execution and reproducibility issues. We show
how any researcher can create a reusable and reproducible bioinformatics pipeline that
can be deployed and run anywhere. We show how to create a scalable, reusable, and
shareable workflow using four different workflow engines: the Common Workflow
Language (CWL), Guix Workflow Language (GWL), Snakemake, and Nextflow. Each of
which can be run in parallel.We show how to bundle a number of tools used in
evolutionary biology by using Debian, GNU Guix, and Bioconda software distributions,
along with the use of container systems, such as Docker, GNU Guix, and Singularity.
Together these distributions represent the overall majority of software packages relevant
for biology, including PAML, Muscle, MAFFT, MrBayes, and BLAST. By bundling
software in lightweight containers, they can be deployed on a desktop, in the cloud, and,
increasingly, on compute clusters.By bundling software through these public software
distributions, and by creating reproducible and shareable pipelines using these workflow
engines, not only do bioinformaticians have to spend less time reinventing the wheel but
also do we get closer to the ideal of making science reproducible. The examples in this
chapter allow a quick comparison of different solutions.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/31278683/

25.

Zeinali Z, Muraya K, Govender V, Molyneux S, Morgan R. Intersectionality and global
health leadership: parity is not enough. Hum Resour Health. 2019 Apr 27;17(1):29.
Abstract

There has been a welcome emphasis on gender issues in global health in recent years in
the discourse around human resources for health. Although it is estimated that up to 75%
of health workers are female (World Health Organization, Global strategy on human
resources for health: Workforce 2030, 2016), this gender ratio is not reflected in the top
levels of leadership in international or national health systems and global health
organizations (Global Health 50/50, The Global Health 50/50 report: how gender
responsive are the world's leading global health organizations, 2018; Clark, Lancet,
391:918-20, 2018). This imbalance has led to a deeper exploration of the role of women
in leadership and the barriers they face through initiatives such as the WHO Global
Strategy on Human Resources for Health: Workforce 2030, the UN High Level




In Search of Better Health

Commission on Health Employment and Economic Growth, the Global Health 50/50
Reports, Women in Global Health, and #LancetWomen. These movements focus on
advocating for increasing women's participation in leadership. While efforts to reduce
gender imbalance in global health leadership are critical and gaining momentum, it is
imperative that we look beyond parity and recognize that women are a heterogeneous
group and that the privileges and disadvantages that hinder and enable women's career
progression cannot be reduced to a shared universal experience, explained only by
gender. Hence, we must take into account the ways in which gender intersects with other
social identities and stratifiers to create unique experiences of marginalization and
disadvantage.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/31029139/

26.

Hunsperger E, Juma B, Onyango C, Ochieng JB, Omballa V, Fields BS, Njenga MK,
Mwangi J, Bigogo G, Omore R, Otieno N, Chaves SS, Munyua P, Njau DM, Verani J,
Lowther S, Breiman RF, Montgomery JM, De Cock KM, Widdowson MA; CDC and
KEMRI laboratory and Epidemiology Team. Building laboratory capacity to detect and
characterize pathogens of public and global health security concern in Kenya. BMC
Public Health. 2019 May 10;19(Suppl 3):477.

Abstract

Since 1979, multiple CDC Kenya programs have supported the development of
diagnostic expertise and laboratory capacity in Kenya. In 2004, CDC's Global Disease
Detection (GDD) program within the Division of Global Health Protection in Kenya
(DGHP-Kenya) initiated close collaboration with Kenya Medical Research Institute
(KEMRI) and developed a laboratory partnership called the Diagnostic and Laboratory
Systems Program (DLSP). DLSP built onto previous efforts by malaria, human
immunodeficiency virus (HIV) and tuberculosis (TB) programs and supported the
expansion of the diagnostic expertise and capacity in KEMRI and the Ministry of Health.
First, DLSP developed laboratory capacity for surveillance of diarrheal, respiratory,
zoonotic and febrile illnesses to understand the etiology burden of these common
illnesses and support evidenced-based decisions on vaccine introductions and
recommendations in Kenya. Second, we have evaluated and implemented new diagnostic
technologies such as TagMan Array Cards (TAC) to detect emerging or reemerging
pathogens and have recently added a next generation sequencer (NGS). Third, DLSP
provided rapid laboratory diagnostic support for outbreak investigation to Kenya and
regional countries. Fourth, DLSP has been assisting the Kenya National Public Health
laboratory-National Influenza Center and microbiology reference laboratory to obtain
World Health Organization (WHO) certification and 1SO15189 accreditation
respectively. Fifth, we have supported biosafety and biosecurity curriculum development
to help Kenyan laboratories safely and appropriately manage infectious pathogens. These
achievements, highlight how in collaboration with existing CDC programs working on
HIV, tuberculosis and malaria, the Global Health Security Agenda can have significantly
improve public health in Kenya and the region. Moreover, Kenya provides an example as
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to how laboratory science can help countries detect and control of infectious disease
outbreaks and other public health threats more rapidly, thus enhancing global health
security.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/32326916/

217.

Nyongesa MK, Ssewanyana D, Mutua AM, Chongwo E, Scerif G, Newton CRJC,
Abubakar A. Assessing Executive Function in Adolescence: A Scoping Review of
Existing Measures and Their Psychometric Robustness. Front Psychol. 2019 Mar
1;10:311.

Abstract

Background: There is much research examining adolescents' executive function (EF) but
there is little information about tools that measure EF, in particular preference of use,
their reliability and validity. This information is important as to help both researchers and
practitioners select the most relevant and reliable measure of EF to use with adolescents
in their context. Aims: We conducted a scoping review to: (a) identify the measures of EF
that have been used in studies conducted among adolescents in the past 15 years; (b)
identify the most frequently used measures of EF; and (c) establish the psychometric
robustness of existing EF measures used with adolescents. Methods: We searched three
bibliographic databases (PsycINFO, Ovid Medline, and Web of Science) using key terms
"Adolescents," "Executive Functions," and "measures". The search covered research
articles published between 1st January 2002 and 31st July 2017. Results: We identified a
total of 338 individual measures of EF from 705 eligible studies. The vast majority of
these studies (95%) were conducted in high income countries. Of the identified measures,
10 were the most used frequently, with a cumulative percent frequency accounting for
nearly half (44%) the frequency of usage of all reported measures of EF. These are: Digit
Span (count = 160), Trail Making Test (count = 158), Behavior Rating Inventory of
Executive Function (count = 148), Wisconsin Card Sorting Test (count = 140), Verbal
Fluency Tasks (count = 88), Stroop Color-Word Test (count = 78), Classical Stroop Task
(count = 63), Color-Word Interference Test from Delis-Kaplan battery (count = 62), Rey-
Osterrieth Complex Figure Test (count = 62), and Original Continuous Performance Test
(count = 58). In terms of paradigms, tasks from Span (count = 235), Stroop (count = 216),
Trails (count = 171), Card sorting (count = 166), Continuous performance (count = 99),
and Tower (count = 94) paradigms were frequently used. Only 48 studies out of the
included 705 reported the reliability and/or validity of measures of EF used with
adolescents, but limited to studies in high income countries. Conclusion: We conclude
that there is a wide array of measures for assessing EF among adolescents. Ten of these
measures are frequently used. However, the evidence of psychometric robustness of
measures of EF used with adolescents remains limited to support the validity of their
usage across different contexts.

Pubmed link- https://pubmed.nchi.nlm.nih.gov/30881324/
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28.

Sande CJ, Njunge JM, Mwongeli Ngoi J, Mutunga MN, Chege T, Gicheru ET, Gardiner
EM, Gwela A, Green CA, Drysdale SB, Berkley JA, Nokes DJ, Pollard AJ. Airway
response to respiratory syncytial virus has incidental antibacterial effects. Nat Commun.
2019 May 17;10(1):2218.

Abstract

RSV infection is typically associated with secondary bacterial infection. We hypothesise
that the local airway immune response to RSV has incidental antibacterial effects. Using
coordinated proteomics and metagenomics analysis we simultaneously analysed the
microbiota and proteomes of the upper airway and determined direct antibacterial activity
in airway secretions of RSV-infected children. Here, we report that the airway abundance
of Streptococcus was higher in samples collected at the time of RSV infection compared
with samples collected one month later. RSV infection is associated with neutrophil
influx into the airway and degranulation and is marked by overexpression of proteins with
known antibacterial activity including BPI, EPX, MPO and AZU1. Airway secretions of
children infected with RSV, have significantly greater antibacterial activity compared to
RSV-negative controls. This RSV-associated, neutrophil-mediated antibacterial response
in the airway appears to act as a regulatory mechanism that modulates bacterial growth in
the airways of RSV-infected children.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/31101811/

29.

Adhikari B, Vincent R, Wong G, Duddy C, Richardson E, Lavery JV, Molyneux S. A
realist review of community engagement with health research. Wellcome Open Res. 2019
Aug 2;4:87.

Abstract

Introduction: Community engagement is increasingly recognized as a critical aspect of
global health. Recent years have seen an expansion of community engagement activities
linked to health research, but debates and inconsistencies remain about the aims of
different types of engagement, mechanisms underpinning their implementation and
impact, and influential contextual factors. Greater commitment to and consistency around
community engagement by health research programs, implementers and funders requires
a more coherent evidence base. This realist review is designed to improve our
understanding of how and why community engagement contributes to intended and
unintended outcomes (including research and ethical outcomes) in different contexts.
Given the breadth and diversity of the literature on community engagement in health
research, the review will initially focus on malaria research in low- and middle-income
countries (LMICs) and draw on wider global health literature where needed. Methods and
analysis: Community engagement in practice is often a complex set of interventions. We
will conduct a realist review - a theory driven approach to evidence synthesis - to provide
explanations for how and why community engagement with health research produces the
pattern of outcomes observed across different contexts of application. We will
consolidate evidence from a range of documents, including qualitative, quantitative and
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mixed method studies. The review will follow several stages: devising an initial
programme theory, searching evidence, selecting appropriate documents, extracting data,
synthesizing and refining the programme theory, and reiteration of these steps as needed.
Ethics and dissemination: A formal ethics review is not required for this literature review.
Findings will be disseminated in a peer reviewed journal, through national and
international conferences, and through a set of short briefings tailored for audiences with
an interest in community engagement. Outputs and presentations will be informed by and
feed into our network of community engagement experts.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/31289754/

30.

Muriuki JM, Mentzer AJ, Kimita W, Ndungu FM, Macharia AW, Webb EL, Lule SA,
Morovat A, Hill AVS, Bejon P, Elliott AM, Williams TN, Atkinson SH. Iron Status and
Associated Malaria Risk Among African Children. Clin Infect Dis. 2019 May
17;68(11):1807-1814.

Abstract

Background: It remains unclear whether improving iron status increases malaria risk, and
few studies have looked at the effect of host iron status on subsequent malaria infection.
We therefore aimed to determine whether a child's iron status influences their subsequent
risk of malaria infection in sub-Saharan Africa.

Methods: We assayed iron and inflammatory biomarkers from community-based cohorts
of 1309 Kenyan and 1374 Ugandan children aged 0-7 years and conducted prospective
surveillance for episodes of malaria. Poisson regression models were fitted to determine
the effect of iron status on the incidence rate ratio (IRR) of malaria using longitudinal
data covering a period of 6 months. Models were adjusted for age, sex, parasitemia,
inflammation, and study site.

Results: At baseline, the prevalence of iron deficiency (ID) was 36.9% and 34.6% in
Kenyan and Ugandan children, respectively. ID anemia (IDA) affected 23.6% of Kenyan
and 17.6% of Ugandan children. Malaria risk was lower in children with ID (IRR, 0.7;
95% confidence interval [Cl], 0.6, 0.8; P <.001) and IDA (IRR, 0.7; 95% CI, 0.6, 0.9; P
=.006). Low transferrin saturation (<10%) was similarly associated with lower malaria
risk (IRR, 0.8; 95% Cl, 0.6, 0.9; P = .016). However, variation in hepcidin, soluble
transferrin receptors (sTfR), and hemoglobin/anemia was not associated with altered
malaria risk.

Conclusions: 1D appears to protect against malaria infection in African children when
defined using ferritin and transferrin saturation, but not when defined by hepcidin, sTfR,
or hemoglobin. Additional research is required to determine causality.

Pubmed link- https://pubmed.ncbi.nlm.nih.gov/30219845/

31.

Obonyo NG, Byrne L, Tung JP, Simonova G, Diab SD, Dunster KR, Passmore MR,
Boon AC, See Hoe L, Engkilde-Pedersen S, Esguerra-Lallen A, Fauzi MH, Pimenta LP,
Millar JE, Fanning JP, Van Haren F, Anstey CM, Cullen L, Suen J, Shekar K, Maitland
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K, Fraser JF. Pre-clinical study protocol: Blood transfusion in endotoxaemic shock.
MethodsX. 2019 May 9;6:1124-1132.

Abstract

The Surviving Sepsis Campaign (SCC) and the American College of Critical Care
Medicine (ACCM) guidelines recommend blood transfusion in sepsis when the
haemoglobin concentration drops below 7.0 g/dL and 10.0 g/dL respectively, while the
World Health Organisation (WHQ) guideline recommends transfusion in septic shock 'if
intravenous (1V) fluids do not maintain adequate circulation’, as a supportive measure of
last resort. Volume expansion using crystalloid and colloid fluid boluses for
haemodynamic resuscitation in severe illness/sepsis, has been associated with adverse
outcomes in recent literature. However, the volume expansion effect(s) following blood
transfusion for haemodynamic circulatory support, in severe illness remain unclear with
most previous studies having focused on evaluating effects of either different RBC
storage durations (short versus long duration) or haemoglobin thresholds (low versus high
threshold) pre-transfusion. *We describe the protocol for a pre-clinical randomised
controlled trial designed to examine haemodynamic effect(s) of early volume expansion
using packed RBCs (PRBCs) transfusion (before any crystalloids or colloids) in a
validated ovine-model of hyperdynamic endotoxaemic shock.*Additional exploration of
mechanisms underlying any physiological, haemodynamic, haematological, immunologic
and tissue specific-effects of blood transfusion will be undertaken including comparison
of effects of short (<5 days) versus long (=30 days) storage duration of PRBCs prior to
transfusion.
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Abstract

Linalool oxide (LO) and hexanoic acid (HA) represent plant- and human-derived
odorants, respectively, previously found as attractants for the dengue vector Aedes
aegypti. Here, we investigated if a blend of both compounds can improve captures of this
mosquito species in field trials in two dengue endemic sites, Kilifi and Busia Counties in
Kenya. Ae. aegypti captures were significantly higher in Kilifi than Busia (}21,142 =
170.63, P <0.0001) and varied by treatments (¥25,137 = 151.19, P = 0.002). We found
that CO2-baited BG